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Technical Appendix 1, A–G. Phylogenetic tree of PB2, PB1, PA, NP, NA, M, NS (A = PB2; 

B = PB1; C = PA; D = NP; E = NA; F = M; G = NS). The phylogenetic tree was generated in 

MEGA version 4, using neighbor-joining analysis with 1000 bootstrap replicates using the 

Kimura-2 parameter model. Viruses characterized in this study are indicated with a bar 

showing samples collected in Indonesia from September to November 2012. 
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