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Abstract
Immune checkpoint blocking antibodies are currently being tested in ovarian cancer (OC) patients and have shown some 
responses in early clinical trials. However, it remains unclear how human OC cancer cells regulate lymphocyte activation in 
response to therapy. In this study, we have established and optimised an in vitro tumour-immune co-culture system (TICS), 
which is specifically designed to quantify the activation of multiple primary human lymphocyte subsets and human cancer 
cell killing in response to PD-1/L1 blockade. Human OC cell lines and treatment naïve patient ascites show differential effects 
on lymphocyte activation and respond differently to PD-1 blocking antibody nivolumab in TICS. Using paired OC cell lines 
established prior to and after chemotherapy relapse, our data reveal that the resistant cells express low levels of HLA and 
respond poorly to nivolumab, relative to the treatment naïve cells. In accordance, knockdown of IFNγ receptor expression 
compromises response to nivolumab in the treatment naïve OC cell line, while enhanced HLA expression induced by a DNA 
methyltransferase inhibitor promotes lymphocyte activation in TICS. Altogether, our results suggest a ‘cross resistance’ 
model, where the acquired chemotherapy resistance in cancer cells may confer resistance to immune checkpoint blockade 
therapy through down-regulation of antigen presentation machinery. As such, agents that can restore HLA expression may 
be a suitable combination partner for immunotherapy in chemotherapy-relapsed human ovarian cancer patients.
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Abbreviations
DNMTi	� DNA methyltransferase inhibitor
GFP	� Green fluorescent protein
MSI	� Microsatellite instability
OC	� Ovarian cancer
PBMCs	� Peripheral blood mononuclear cells
PD-1	� Programmed cell death protein 1
PD-L1	� Programmed death-ligand 1
TICS	� Tumour-immune co-culture system
TMB	� Tumour mutational burden

Introduction

Reinvigorating tumour recognition by the human immune 
system through blockade of the PD-1/PD-L1 axis has dem-
onstrated clinical efficacy in patients with advanced cancers 
[1]. However, multiple resistance mechanisms induced by 
the oncogenic pathways can hamper the overall success in 
a broad range of cancer types [2]. Several predictive bio-
markers including PD-L1 expression on cancer cells and 
tumour mutational burden (TMB) in cancer cells have been 
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proposed to enable disease positioning and patient stratifi-
cation [3].

Patients with ovarian cancer (OC) are usually diagnosed 
at an advanced stage. Most patients are treated with surgery 
or conventional chemotherapeutic agents including carbopl-
atin and paclitaxel without stratification [4]. Although OC 
patients can respond to the initial chemotherapy, resistance 
often occurs which leads to a low 5-year survival rate at 
< 50% for women younger than 65 years old and < 30% for 
women older than 65 years old [5]. Supported by the long-
lasting benefits in a subset of patients, immune checkpoint 
blocking antibodies are currently being tested in OC patients 
and clinical responses have been documented in early trials 
[6, 7].

Enhancing the clinical efficacy of immune checkpoint 
blockade through combination therapies is a widely accepted 
hypothesis. As of September 2018, there were 2250 active 
clinical trials centred around the PD-1/L1 axis and nearly 
60% of these trials were combinations [8]. Given the com-
plexity of human tumour microenvironment, it is crucially 
important to develop pre-clinical tools to investigate the 
dynamic interplay between human cancer cells and the 
human immune system in response to immune checkpoint 
blockade.

Immunocompetent mice implanted with syngeneic 
tumour cells or genetically modified mice that develop spon-
taneous tumours are commonly used to assess efficacy of 
immunotherapeutic agents [9]. However, these models are 
limited in recapitulating the inherent heterogeneity in human 
cancer cells and the lymphocyte repertoire. To improve clini-
cal relevance, humanised mice reconstituted with human 
immune cells on the immunodeficient background can be 
employed as an alternative [10]. Nonetheless, it is costly 
and time-consuming to construct these models, which could 
reduce their broad application. Using in vitro co-culture 
assays, we and others have utilised chimeric antigen recep-
tors (CARs)-engineered human CD8+ T cells to study their 
killing mechanisms of human OC cells [11–13]. Although 
the engineered CD8+ T cells are highly potent in killing 
tumour cells, the requirement of pre-treatment with high-
dose immune stimulating cytokines may alter the endog-
enous sensitivity to PD-1/L1-mediated immune suppression.

Inspired by recent studies where alloreactive T cells from 
healthy donors can recognise cancer-associated antigens [14, 
15], we have established a tumour-immune co-culture sys-
tem (TICS) with versatile functional endpoints to model the 
interplay between human cancer cells and unsorted primary 
human lymphocytes. TICS is built on the principles of an 
allogeneic response but has been specifically optimised to 
quantify activation of multiple human lymphocyte subsets 
and subsequent cancer cell killing upon PD-1/L1 block-
ade. Although we have previously reported the differential 
expression pattern and prognostic value of PD-L1 on human 

myeloid cells isolated from ovarian cancer patients [16], 
removal of monocytes from TICS is necessary to demon-
strate the effects of immune checkpoint blocking antibody 
and to reduce donor-to-donor variability.

Materials and methods

Human cancer cell lines and primary human 
epithelial ovarian cancer (EOC) samples

Human breast cancer cell line MDA-MB-231 and human 
ovarian cancer cell lines OVCAR3, OVCAR4, OVCAR8, 
PEO1, PEO4, PEA1, PEA2, Ovsaho, Kuramochi and 
SKOV3 were maintained in IMDM medium (Thermo 
Fisher Scientific, Massachusetts, USA) supplemented with 
10% heat-inactivated FBS and 1% PenStrep (Sigma-Aldrich, 
Poole, UK), referred as ‘assay medium’ below. Green fluo-
rescent protein (GFP)-expressing MDA-MB-231 cell line 
was purchased from AntiCancer Inc., and maintained as 
above with the addition of 1 mg/ml G418 (Thermo Fisher 
Scientific, Massachusetts, USA). All cell lines have been 
authenticated by Eurofins Genomics (Ebersberg, Germany).

In experiments using primary EOC patient samples, 
ascites were obtained from treatment naïve patients with 
written consents in accordance with approved ethical per-
mission by the West London Research Ethics Committee 
(Reference 12/WA/0196). Primary EOC tumour cells were 
isolated from ascites by gradient centrifugation with Ficoll-
Paque Plus (GE Healthcare, Chalfont St. Giles, UK) and 
maintained in RPMI-1640 media (Sigma-Aldrich, Poole, 
UK) with 20% FBS (Sigma-Aldrich, Poole, UK), l-glu-
tamine 200 mM, penicillin 10,000 units, streptomycin 10 
mg/mL solution (Sigma-Aldrich, Poole, UK), 34 ng/ml insu-
lin (Sigma-Aldrich, Poole, UK) and 2.2 mM sodium pyru-
vate (Sigma-Aldrich, Poole, UK). All cells were cultured at 
37 °C with 5% CO2.

Preparation of healthy donor primary human 
lymphocytes

Leukocyte cones were obtained from anonymous healthy 
blood donors, in accordance with the Human Tissue Act 
(NHS Blood Transfusion Unit, approval number M153). In 
order to isolate primary human peripheral blood mononu-
clear cells (PBMCs), blood products were first diluted in 50 
ml PBS and laid carefully on top of 10 ml Lymphoprep rea-
gent (StemCell Technology, Vancouver, Canada). The tubes 
were then centrifuged at 800 g for 20 min with the brakes 
off. Next, PBMCs were harvested from the interface above 
the Lymphoprep and washed twice in 50 ml PBS. In some 
cases, the cells were incubated in 5 ml ACK lysis buffer 
(Thermo Fisher Scientific, Massachusetts, USA) at room 
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temperature for 3 min to remove the remaining red blood 
cells. Primary human monocytes were then depleted using 
EasySep CD14+ selection kit II (StemCell Technology, Van-
couver, Canada) following the manufacturer’s instructions. 
The resulted primary lymphocytes were then resuspended in 
3 ml PBS containing 1.5 μM CellTrace CFSE or CellTrace 
Violet Cell Proliferation Dye (Thermo Fisher Scientific, 
Massachusetts, USA), incubated at room temperature for 5 
min and washed twice with 10 ml PBS. The ‘assay-ready’ 
lymphocytes were frozen at up to 100 million cells per vial 
and stored in liquid nitrogen tanks.

Tumour‑immune co‑culture system (TICS)

To set up the TICS assay, human cancer lines or primary 
ascetic cells were seeded at indicated concentrations in 100 
μl assay medium in a 96-well flat bottom plate and incubated 
at 37° overnight to allow cell adherence. On the same day, 
‘assay-ready’ primary human lymphocytes were quickly 
thawed at 37 °C in a water bath, washed twice in 15 ml PBS, 
resuspended in assay medium and incubated at 37 °C with 
5% CO2 overnight. Next, lymphocytes were resuspended at 
3 million cells per ml and added to the wells containing 
tumour cells in 100 μl assay medium. To block the human 
PD-1/PD-L1 pathway, a human IgG4 isotype control (Bio-
Legend, California, USA) or nivolumab (Bristol-Myers 
Squibb, New York, USA), a human IgG1 isotype control 
(NIP228, AstraZeneca, Cambridge, UK), a PD-1 blocking 
antibody (clone LO115, AstraZeneca, Cambridge, UK) or 
durvalumab (MEDI4736, AstraZeneca, Cambridge, UK) 
were added at 10 μg/ml. Activation of different immune 
cell subsets was analysed by flow cytometry on day 6, and 
soluble IFNγ levels in the supernatants were analysed by 
Human IFNγ MAX Deluxe ELISA kit (BioLegend, Cali-
fornia, USA).

For real-time monitoring of tumour cell killing, TICS 
assay was set up in the presence of 1 μM green caspase-3/7 
cell apoptosis reagent (Essen Bioscience/Sartorius, Göt-
tingen, Germany) and imaged using an IncuCyte ZOOM 
instrument.

Flow cytometry

All antibodies used for flow cytometry are summarised in 
Table S1. Briefly, cells were harvested and transferred to a 
96-well v-bottom plate and then centrifuged at 800 g for 3 
min. Cell pellets were washed twice in 200 μl PBS and resus-
pended in 20 μl PBS containing detection antibodies or cell 
viability dye. After a 30 min incubation at 4°, the cells were 
washed twice with 200 μl PBS and fixed in 1% paraform-
aldehyde. For CA-125 staining, following primary antibody 
incubation, cells were washed twice with 200 μl PBS and then 
incubated for 30 min with a goat anti-mouse PE-conjugated 

secondary antibody, prior to washing and fixing. BD LSR-
Fortessa or BD FACSCanto II instruments (Becton Dickinson 
Immunocytometry Systems, California, USA) were used to 
acquire the data, and the results were analysed using FlowJo 
software version 6.4.7 (Tree Star Inc, Oregon, USA).

siRNA knockdown and pharmacological inhibition

For knockdown experiments, siRNA targeting IFNγR (cat-
alog number L-011057-00-0005), PD-L1 (catalog number 
L-015836-01-0005) or a non-specific siRNA control (cata-
log number D-001810-10-05) (GE Healthcare Dharmacon, 
Inc., Colorado, USA) were used. Tumour cells were seeded 
onto a six-well plate at a density of 2 × 105 cells per well 
and cultured for 24 h. Before transfection, the cell culture 
medium was replaced with antibiotic-free medium. For each 
well to be transfected, the appropriate siRNA was diluted in 
Opti-MEM I Medium and complexed with Lipofectamine 
RNAiMAX (Thermo Fisher Scientific, Massachusetts, 
USA), following the manufacturer’s instructions, at a final 
siRNA concentration of 20 nM. After 24 h, the cells were 
trypsinised and seeded for TICS assay as described above.

The DNA methyltransferase inhibitor guadecitabine 
(SGI-110) was obtained from Astex Pharmaceuticals and 
reconstituted in its clinical diluent (65% propylene glycol, 
25% glycerine, 10% dehydrated ethanol). Tumour cell lines 
were treated with the drug or vehicle at the indicated con-
centrations on day 1 and day 3. Cells were trypsinised and 
stained, as described above, for the quantification of surface 
expression of HLA-ABC and PD-L1 by flow cytometry on 
day 8. On the same day, to evaluate the effects of SGI-110 
in TICS, vehicle or compound-treated cells were co-cultured 
with primary human lymphocytes as described above. In 
some experiments, blocking antibodies against antigen pres-
entation molecules human HLA-ABC (clone W6/32, BioLe-
gend) or HLA-DR (clone L243, BioLegend) were included.

Statistical analysis

All results were summarised and analysed using a Graphpad 
Prism software. Appropriate statistical analyses were per-
formed using paired Student T tests or two-way ANOVA as 
indicated in the figure legends.

Results

Immune checkpoint blockade enhances human 
cancer cell killing mediated by primary human 
lymphocytes

In order to investigate the biological mechanisms of the 
PD-1/PD-L1 axis during human tumour–lymphocyte 
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interaction, we have established and optimised a tumour-
immune co-culture system, where unsorted healthy donor-
derived primary human lymphocytes were co-cultured with 
human cancer cell lines (Figure S1a). The primary lympho-
cytes were labelled with a fluorescent dye, which shows 
reduced intensity as the cells proliferate. Surface markers 
CD38 and CD56 were used in combination with the cell 
trace reagents to identify activated T cells or NK cells in 
the proliferating cell subsets, respectively. Monocytes were 
depleted prior to the assay to improve reproducibility and 
reduce donor-to-donor variability. Utilising the mixed lym-
phocyte population allowed simultaneous analyses of activa-
tion and proliferation of CD4+ T cells, CD8+ T cells and 
NK cells as well as detection of immune modulatory factors 
released into the supernatant (Figure S1b). We first charac-
terised the effects of PD-1 or PD-L1 blockade in the TICS 
using a human breast cancer cell line MDA-MB-231, due 
to its high expression of PD-L1 and HLA-ABC on the cell 
surface (Fig. 1a). As shown in Figure S2a, the magnitude of 
αPD-1-driven enhancement in lymphocyte activation and 
IFNγ levels was dictated by the cancer cell-to-lymphocyte 
ratio. Treatment with a Food and Drug Administration 
(FDA)-approved PD-L1 blocking antibody, durvalumab, 
resulted in significantly increased activation of CD8+ T 
cells (p = 0.0204), CD4+ T cells (p = 0.0195) and NK cells 
(p = 0.0011), as well as increased levels of soluble IFNγ 
(p = 0.0039, Fig. 1b) in 11 lymphocyte donors. Similarly, 
PD-1 blockade also increased activation of CD8+ T cells 
using multiple donor lymphocytes (Figure S2b). Interruption 

of antigen presentation machinery with blocking antibodies 
against HLA-ABC or HLA-DR abolished the activation of 
CD8+ or CD4+ T cells upon PD-L1 blockade, respectively 
(Figure S2c). Of note, there was a strong correlation between 
CD8+ and CD4+ T cell activation levels among donors in 
the isotype-treated groups (R2 = 0.9075) as well as in the 
αPD-L1-treated group (R2 = 0.69, Fig. 1c). In contrast, acti-
vation of NK cells showed weak correlation with CD8+ T 
cells (Fig. 1c) or CD4+ T cells (Figure S2d), indicating the 
non-overlapping regulation of different lymphocyte subsets 
during cancer–immune interaction.

To demonstrate the direct link between lymphocyte acti-
vation and cancer cell death in real-time, we have employed 
an IncuCyte live imaging platform. In vitro proliferation 
of the GFP-transfected human MDA-MB-231 cells was 
efficiently controlled by primary human lymphocytes in a 
dose-dependent manner (Fig. 1d). Using a fluorescent dye 
that detects active caspase 3/7 during cell death, we have 
confirmed that this inhibition was due to apoptosis of can-
cer cells mediated by activated primary lymphocytes rather 
than non-specific factors such as nutrient deprivation (Fig-
ure S3a). Indeed, either blocking PD-1 or PD-L1 enhanced 
cancer cell death in the presence of primary human lympho-
cytes. The effects were most evident after 3 days (Fig. 1e, 
Movie 1 and 2). Although the absolute counts of apoptotic 
cancer cells differ among lymphocyte donors in the TICS, 
the relative increases induced by an anti-PD-1 blocking anti-
body were highly consistent, as compared to the controls 
(Figure S3b).

Fig. 1   Immune checkpoint blockade enhances tumour cell killing mediated by primary human lymphocytes
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Human ovarian cancer (OC) cell lines are responsive 
to nivolumab in TICS

Because nivolumab has demonstrated disease control in a 
small cohort of OC patients [17], we sought to measure the 
lymphocyte activation primed by human OC cell lines in 
response to nivolumab in TICS. As shown in Fig. 2a, estab-
lished human OC cells expressed varying levels of surface 
HLA-ABC and PD-L1. Using 3 lymphocyte donors in TICS, 
we have demonstrated the differential baseline release of 
immune stimulatory cytokine IFNγ as well as magnitude 
of response to nivolumab with selected OC cell lines 
(Fig. 2b). The MDA-MB-231 cancer cell line was included 
as a benchmark control. Of note, the HLA-ABC negative 
cell line OVCAR8 failed to elicit robust IFNγ release in 
TICS (Fig. 2b) and prime CD8+ T cell activation (data not 
shown), highlighting the necessity of TCR-HLA engage-
ment for cancer cell recognition. Importantly, we have 
demonstrated strong correlations between IFNγ levels and 
activation of CD8+ T cells across lymphocyte donors and 
OC cell lines, both at the baseline (R2 = 0.5723) and in pres-
ence of nivolumab (R2 = 0.696) (Fig. 2c). In order to assess 
the dynamics of IFNγ release in TICS, we performed time-
course measurements of IFNγ using OVCAR4 and PEA1 
cell lines. Nivolumab-induced enhancement of IFNγ levels 
was detectable on day 3 in the PEA1 co-culture and was 

maximal on day 6. In contrast, nivolumab-induced IFNγ was 
not detected until day 6 in the OVCAR4 co-culture (Fig. 2d). 
Based on these data, we decided to use soluble IFNγ on day 
6 as the readout for further experimental analysis.

HLA and PD‑L1 regulate cancer‑driven lymphocyte 
activation

PD-L1 expression and defects in the IFNγ pathway have 
been reported to influence the efficacy of immune check-
point blockade. To demonstrate the functional impact of the 
PD-L1 and IFNγ pathways, we used siRNA to knockdown 
PD-L1 and IFNγ receptor in PEA1 cells (Fig. 3a). To nor-
malise the donor-to-donor variability of IFNγ concentra-
tions at baseline, all values are shown as relative changes 
to the condition where cells were treated with the control 
siRNA and control isotype antibody. As expected, PD-L1 
knockdown resulted in a 2.06-fold increase in baseline IFNγ 
release (2.06 ± 0.06, n = 4, Fig. 3b). IFNγ receptor siRNA 
did not clearly change the baseline IFNγ release in TICS 
(1.60 ± 0.43, n = 4, Fig. 3b). Moreover, nivolumab treat-
ment substantially increased IFNγ release in cells treated 
with the control siRNA, but this effect was abolished when 
IFNγ receptor was silenced (p = 0.0464, n = 4).

Given the functional relevance of HLA-ABC and 
PD-L1 during the establishment of immune synapses, 

Fig. 2   Human ovarian cancer cell lines are responsive to nivolumab in TICS
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we hypothesised that enhanced expression of these mol-
ecules could improve lymphocyte activation in TICS. DNA 
methyltransferase inhibitors (DNMTi) have been reported 
to increase T cell-mediated cancer cell killing; one of the 
proposed mechanisms is through upregulation of MHC-I 
molecules [18]. Indeed, SGI-110, a DNMT inhibitor, upreg-
ulated surface expression of HLA-ABC and PD-L1 on four 
human ovarian cancer cell lines (Fig. 3c). As a result, ovar-
ian cancer cell lines Ovsaho and Kuramochi, pre-treated 
with DNMTi, induced increased release of IFNγ in TICS 
(Fig. 3d).

Reduced HLA expression in platinum‑resistant 
human ovarian cancer cells limits PD‑1 blockade

Currently, the standard of care therapy for patients with 
high-grade serous carcinoma (HGSC) is platinum or tax-
ane-based chemotherapy. In order to explore the impact of 
acquired chemotherapy resistance on baseline lymphocyte 
activation and response to PD-1 blockade, we have tested 
in the TICS two HGSC cell line pairs that were established 
from ascites at different treatment stages (Fig. 4a). The 
PEA1/PEA2 pair was established from a patient prior to 
chemotherapy (naïve) and at the point of relapse after 6 
months (chemo relapse), respectively [19, 20]. The PEO1 

cell line was established from a patient following treatment 
and chemo-sensitive relapse, while the PEO4 cell line was 
established following the development of clinical resistance 
[20, 21].

In TICS, treatment naïve PEA1 cells induced activa-
tion of CD8+ T cells, which was significantly enhanced 
by nivolumab (p = 0.031, Fig. 5b). Strikingly, the paired, 
chemotherapy-relapsed, PEA2 cell line did not induce strong 
T cell activation and failed to respond to PD-1 blockade 
(Fig. 3b). The reduced cancer-driven lymphocyte activation 
of PEA2 cells was confirmed using a clinically approved 
PD-L1 blocking antibody (data not shown). This lack of 
immune activation and response to PD-1 blockade in chem-
otherapy-resistant ovarian cancer cells were confirmed in the 
PEO1 and PEO4 cell lines, both of which were established 
after the patient has relapsed from chemotherapy (Fig. 4b). 
Measuring cell surface expression levels of HLA-ABC and 
PD-L1 in the pairs showed that expression of neither pro-
tein can explain anti-PD-1 response levels. However, PEA1 
showed the highest HLA-ABC expression among the cell 
lines (Fig. 4c, d), which could in part contribute to its higher 
level of immune activation.

To rule out that these functional differences on 
immune activation are skewed by cancer-to-lymphocyte 
ratios, we have co-cultured a fixed number of primary 

Fig. 3   HLA and PD-L1 regulate cancer-driven lymphocyte activation
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human lymphocytes with increasing numbers of cancer 
cells. While tumour cell numbers played a role in the 
activation of CD8+ T cells co-cultured with the PEA1 
cell line, the lack of immune response to PD-1 blockade 
in PEA2 cells (Fig. 4d) and the PEO1/PEO4 (Fig. 4e) pair 
were consistently seen in all ratios tested.

Treatment naïve primary ovarian cancer cells 
respond to PD‑1 blockade in TICS

To confirm that treatment naïve primary OC cells could 
elicit lymphocyte activation in response to PD-1 blockade, 
we have obtained purified cancer cells from patient ascites. 

Fig. 4   Reduced HLA expression in platinum-resistant human OC cells limits PD-1 blockade

Fig. 5   Treatment naïve primary ovarian cancer cells respond to PD-1 blockade in TICS
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After gradient centrifugation, three out of four samples were 
enriched for cells expressing ovarian cancer cell markers 
EpCAM or CA-125 (Figure S4). In contrast, only low levels 
of macrophages were present (5.31 ± 2.36%) and less than 
1% monocytes or T cells (data not shown) were detected 
(Figure S4). Next, we confirmed the expression of surface 
HLA-ABC and PD-L1 on the primary OC cells. Regardless 
of cell composition, all four samples showed detectable lev-
els of HLA-ABC and PD-L1 (Fig. 5a). When tested in TICS, 
cancer cells isolated from patients 1, 2 and 3 induced detect-
able levels of soluble IFNγ, which were further enhanced 
after nivolumab treatment (Fig. 5b). Notably, cells isolated 
from patient 4 lacked EpCAM or CA-125 positive cancer 
cells, which did not show consistent enhancement of IFNγ 
in response to nivolumab (Fig. 5b).

Discussion

In this study, we have utilised a tumour-immune co-culture 
system to investigate human ovarian cancer intrinsic mech-
anisms in controlling primary lymphocyte activation and 
response to immune checkpoint blockade. Our data suggest 
a ‘cross resistance’ model, where functional alterations of 
cancer cells, such as the loss of HLA class I molecule, in 
chemotherapy-resistant OC cancer cells may hamper the 
efficacy of immune checkpoint blocking antibodies.

TICS is a feasible platform with multiple functional end-
points that are tailored for the PD-1/L1 blocking agents. It 
offers a pre-clinical tool to bridge in vivo syngeneic, human-
ised mouse models and ex vivo functional assays using 
patient-derived cells. We have demonstrated the robust 
activation of human CD8+, CD4+ T cells and NK cells 
in response to PD-1/L1 blockade. This enhanced immune 
activation results to reduced cancer cell proliferation due 
to immune-mediated cancer cell killing. Of note, activation 
of CD8+ T cells correlates strongly with CD4+ T cells and 
the release of IFNγ but does not show a strong correlation 
with NK cell activation. In line with a recent study, this 
supports the indispensable and non-redundant role of NK 
cells in cancer immunotherapy [22] and could be employed 
to reveal functional effects of NK cell stimulating therapies 
such as anti-NKG2A mAb [23] or interleukin 15 [24]. In 
TICS, live cell imaging reveals that cancer cell lysis by pri-
mary human lymphocytes in response to PD-1/L1 block-
ing antibodies initiates after 3 days. This is in contrast to 
genetic-engineered or cytokine-activated T cells [11–13] 
or NK cells [24], which readily mediate cancer cell killing 
within hours in vitro, and which therefore may not be as sen-
sitive to inhibition through immune checkpoint molecules. 
Moreover, the functional and mechanistic involvement of 
additional lymphocyte subsets upon PD-1/L1 blockade, such 
as B cells, gamma-delta T cells, and invariant NK cells, can 

be dissected in TICS. Monocytes are removed from the 
TICS to improve technical reproducibility among donors; 
therefore, the assay is best suited to interrogate the impact 
of oncogenic pathways on PD-1/L1 blockade.

The immune modulatory effects of chemotherapy are well 
documented. For example, chemotherapy could deplete cell 
types with immunosuppressive functions, activate stimula-
tory functions in antigen presenting cells and induce immu-
nogenic cell death, apoptosis or autophagy in cancer cells 
[11, 25]. In pre-clinical models of ovarian cancers, cisplatin 
elicits anti-tumour immune responses through activation of 
the cGAS/STING pathway [26]. In cancer patients, combi-
nation of chemotherapy and immune checkpoint blocking 
antibodies has shown encouraging efficacy in treatment-
naïve patients in randomised late-stage clinical trials, which 
lead to two FDA approvals in extensive stage small cell lung 
cancer (IMpower133, Roche) [27] and triple-negative breast 
cancer (IMpassion130, Roche) [28], respectively. Emerging 
data from phase 3 clinical trials also demonstrate prolonged 
progression free survival in small cell lung cancer patients 
treated with chemotherapy and immunotherapy combina-
tions (Caspian, AstraZeneca; Keynote-604, Merck). These 
data support the hypothesis that the induction of durable 
anti-tumour immunity is more achievable in the first-line 
setting or early stage malignancies.

Although most OC patients respond to the initial plati-
num-based chemotherapy, many relapse and acquire resist-
ance during the treatment cycles. As such, it is timely and 
crucially important to investigate how chemotherapy resist-
ance influences the response to immune checkpoint blockade 
therapy.

Here, we have utilised established cell line pairs, PEA1/2 
and PEO1/4, to investigate the impact of chemotherapy 
resistance developed at different treatment cycles on the 
response to immunotherapy in ovarian cancers. Upon treat-
ment with platinum-based chemotherapeutics in vitro, 
growth inhibition is seen in all four cell lines (PEA1/PEA2 
and PEO1/PEO4) [29], but PEA1 and PEO1 cell lines are 
reportedly more sensitive to cisplatin treatment as compared 
to PEA2 and PEO4 [21]. At the molecular level, PEA1 cells 
do not harbour distinct oncogenic mutations as compared 
to the other three cell lines and none of the cell lines shows 
aberrations in microsatellite instability (MSI) or BRCA [30]. 
However, only the PEA1 cell line, derived from a chemo-
therapy naïve patient, elicits strong activation of primary 
human CD8+ T cells in the TICS and demonstrates a statis-
tically significant increase upon PD-1 blockade. This is in 
line with a recent report, where chemotherapy naïve PEA1 
and PEO14 show higher CD103 expression on human T cell 
activated with a CD3 agonistic antibody as compared to their 
chemo-resistant counterparts PEA2 and PEO23, respectively 
[31].
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We propose that the superior activation of human lym-
phocytes primed by PEA1 cells is largely due to the high 
expression of HLA class I molecules as compared to the 
chemotherapy-resistant cell lines. This is further supported 
by the observation that ascites containing cancer cells from 
treatment naïve OC patients expressed HLA class I and 
demonstrate enhanced immune activation in the presence 
of nivolumab. It is textbook knowledge that HLA mole-
cules can be induced by interferon-γ derived from activated 
immune cells. Recently, loss of the JAK/STAT signalling 
downstream of IFN receptors has been observed to confer 
resistance to PD-1 blockade therapy in human melanoma 
patients [32, 33]. Indeed, knocking down IFNγ receptor 
by siRNA on PEA1 OC cells compromises the effect of 
nivolumab in TICS. Silencing of the IFNγ receptor does 
not cause substantial reduction in immune cell activation 
at the baseline, possibly due to the low levels of IFNγ pre-
sent in the co-culture. However, it remains unclear whether 
the down-regulation of HLA proteins is a direct effect of 
chemotherapeutics on OC cancer cells or a result of selection 
pressure from activated immune responses during treatment.

Recently, targeting epigenetic regulators has been pro-
posed as a novel cancer treatment strategy and a potential 
approach to enhance anti-tumour immune responses [34]. 
One possible mechanism of action is the enhanced recogni-
tion of cancer cells by CD8+ T cells through up-regulation 
of HLA class I molecules and tumour-associated antigens on 
cancer cells [18]. We have confirmed that a DNMT inhibitor 
is able to enhance expression of HLA class I molecule and 
PD-L1 on human OC cell lines. As a result, pre-treatment of 
human OC cell lines with this inhibitor increases the activa-
tion of immune cells in TICS. However, because epigenetic 
regulators may alter the expression levels of a broad range 
of proteins, further work is warranted to dissect the immune 
regulatory roles of these compounds.

Immune checkpoint blockade therapy has proven effi-
cacy in multiple cancer types and is currently being evalu-
ated in human OC patients. Our study suggests that ‘cross 
resistance’ caused by the down-regulation of HLA class I 
molecules on chemotherapy-resistant OC cancer cells may 
limit efficient activation of the adaptive immune system. As 
such, it is reasonable to speculate that immunotherapy may 
be more effective as a first-line therapy or in combination 
with agents that can enhance expression of HLA molecules 
in OC patients.

Acknowledgements  Open access funding provided by Uppsala Uni-
versity. We thank Dr. Simon T Barry and colleagues in the UK/IO 
group at AstraZeneca for the scientific input on the manuscript. We also 
thank Mr. Irineos Papakyriacou at Uppsala University for generating 
additional data to address questions during the peer-review process.

Author contributions  MN, NB and YM performed the experiments 
and analysed the results. YM, SGM and JDR generated the hypothesis 

and supervised the study. All authors contributed to the writing and 
revision of the manuscript.

Funding  The project is supported by the AstraZeneca-Imperial College 
London Confidence in Concept Innovation fund and MRC DTP Stu-
dentship (Marina Natoli). Yumeng Mao is supported by a start-up grant 
from the SciLifeLab Fellows Programme (SLL 2019/9) and receives 
funding from the Swedish Childhood Cancer Foundation (TJ2019-
0057; PR2019-0012).

Compliance with ethical standards 

Conflict of interest  The project was partly supported by a joint re-
search grant from AstraZeneca and Imperial College London. James 
D Robinson is a full-time employee at AstraZeneca and Yumeng Mao 
was a full-time employee at AstraZeneca between May 2016 and Au-
gust 2019. The other authors declare no competing interests.

Ethical approval and ethical standard  Ethical approval for the collec-
tion of blood and tissue samples from patients and healthy volunteers 
was granted by the West London Research Ethics Committee (Ref-
erence 12/WA/0196) and in accordance with the Human Tissue Act 
(NHS Blood Transfusion Unit, approval number M153).

Informed consent  Written consent was obtained from all volunteers 
included in this study who provided blood samples.

Cell line authentication  All cell lines used in this study were authen-
ticated by Eurofins Genomics (Ebersberg, Germany).

Open Access  This article is licensed under a Creative Commons Attri-
bution 4.0 International License, which permits use, sharing, adapta-
tion, distribution and reproduction in any medium or format, as long 
as you give appropriate credit to the original author(s) and the source, 
provide a link to the Creative Commons licence, and indicate if changes 
were made. The images or other third party material in this article are 
included in the article’s Creative Commons licence, unless indicated 
otherwise in a credit line to the material. If material is not included in 
the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will 
need to obtain permission directly from the copyright holder. To view a 
copy of this licence, visit http://creat​iveco​mmons​.org/licen​ses/by/4.0/.

References

	 1.	 Wei SC, Duffy CR, Allison JP (2018) Fundamental mechanisms of 
immune checkpoint blockade therapy. Cancer Discov 8(9):1069–
1086. https​://doi.org/10.1158/2159-8290.CD-18-0367

	 2.	 Spranger S, Gajewski TF (2018) Impact of oncogenic pathways 
on evasion of antitumour immune responses. Nat Rev Cancer 
18(3):139–147. https​://doi.org/10.1038/nrc.2017.117

	 3.	 Gibney GT, Weiner LM, Atkins MB (2016) Predictive biomark-
ers for checkpoint inhibitor-based immunotherapy. Lancet Oncol 
17(12):e542–e551. https​://doi.org/10.1016/S1470​-2045(16)30406​
-5

	 4.	 Sundar S, Neal RD, Kehoe S (2015) Diagnosis of ovarian cancer. 
BMJ 351:h4443. https​://doi.org/10.1136/bmj.h4443​

	 5.	 Lowe KA, Chia VM, Taylor A, O’Malley C, Kelsh M, Mohamed 
M, Mowat FS, Goff B (2013) An international assessment of ovar-
ian cancer incidence and mortality. Gynecol Oncol 130(1):107–
114. https​://doi.org/10.1016/j.ygyno​.2013.03.026

http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.1158/2159-8290.CD-18-0367
https://doi.org/10.1038/nrc.2017.117
https://doi.org/10.1016/S1470-2045(16)30406-5
https://doi.org/10.1016/S1470-2045(16)30406-5
https://doi.org/10.1136/bmj.h4443
https://doi.org/10.1016/j.ygyno.2013.03.026


1400	 Cancer Immunology, Immunotherapy (2020) 69:1391–1401

1 3

	 6.	 Mittica G, Genta S, Aglietta M, Valabrega G (2016) Immune 
checkpoint inhibitors: a new opportunity in the treatment of ovar-
ian cancer? Int J Mol Sci. https​://doi.org/10.3390/ijms1​70711​69

	 7.	 Pietzner K, Nasser S, Alavi S, Darb-Esfahani S, Passler M, Mual-
lem MZ, Sehouli J (2018) Checkpoint-inhibition in ovarian can-
cer: rising star or just a dream? J Gynecol Oncol 29(6):e93. https​
://doi.org/10.3802/jgo.2018.29.e93

	 8.	 Tang J, Yu JX, Hubbard-Lucey VM, Neftelinov ST, Hodge JP, Lin 
Y (2018) Trial watch: the clinical trial landscape for PD1/PDL1 
immune checkpoint inhibitors. Nat Rev Drug Discov 17(12):854–
855. https​://doi.org/10.1038/nrd.2018.210

	 9.	 Olson B, Li Y, Lin Y, Liu ET, Patnaik A (2018) Mouse models for 
cancer immunotherapy research. Cancer Discov 8(11):1358–1365. 
https​://doi.org/10.1158/2159-8290.CD-18-0044

	10.	 Buque A, Galluzzi L (2018) Modeling tumor immunology and 
immunotherapy in mice. Trends Cancer 4(9):599–601. https​://doi.
org/10.1016/j.treca​n.2018.07.003

	11.	 Wahba J, Natoli M, Whilding LM, Parente-Pereira AC, Jung Y, 
Zona S, Lam EW, Smith JR, Maher J, Ghaem-Maghami S (2018) 
Chemotherapy-induced apoptosis, autophagy and cell cycle arrest 
are key drivers of synergy in chemo-immunotherapy of epithelial 
ovarian cancer. Cancer Immunol Immunother 67(11):1753–1765. 
https​://doi.org/10.1007/s0026​2-018-2199-8

	12.	 Zhang Z, Jiang D, Yang H, He Z, Liu X, Qin W, Li L, Wang C, 
Li Y, Li H, Xu H, Jin H, Qian Q (2019) Modified CAR T cells 
targeting membrane-proximal epitope of mesothelin enhances 
the antitumor function against large solid tumor. Cell Death Dis 
10(7):476. https​://doi.org/10.1038/s4141​9-019-1711-1

	13.	 Whilding LM, Parente-Pereira AC, Zabinski T, Davies DM, Petro-
vic RMG, Kao YV, Saxena SA, Romain A, Costa-Guerra JA, Vio-
lette S, Itamochi H, Ghaem-Maghami S, Vallath S, Marshall JF, 
Maher J (2017) Targeting of aberrant alphavbeta6 integrin expres-
sion in solid tumors using chimeric antigen receptor-engineered 
T cells. Mol Ther 25(10):2427. https​://doi.org/10.1016/j.ymthe​
.2017.09.018

	14.	 Stronen E, Toebes M, Kelderman S, van Buuren MM, Yang 
W, van Rooij N, Donia M, Boschen ML, Lund-Johansen F, 
Olweus J, Schumacher TN (2016) Targeting of cancer neoan-
tigens with donor-derived T cell receptor repertoires. Science 
352(6291):1337–1341. https​://doi.org/10.1126/scien​ce.aaf22​88

	15.	 Kumari S, Walchli S, Fallang LE, Yang WW, Lund-Johansen F, 
Schumacher TN, Olweus J (2014) Alloreactive cytotoxic T cells 
provide means to decipher the immunopeptidome and reveal a 
plethora of tumor-associated self-epitopes. P Natl Acad Sci USA 
111(1):403–408. https​://doi.org/10.1073/pnas.13065​49111​

	16.	 Chatterjee J, Dai W, Aziz NHA, Teo PY, Wahba J, Phelps DL, 
Maine CJ, Whilding LM, Dina R, Trevisan G, Flower KJ, George 
AJT, Ghaem-Maghami S (2017) Clinical use of programmed cell 
death-1 and its ligand expression as discriminatory and predictive 
markers in ovarian cancer. Clin Cancer Res 23(13):3453–3460. 
https​://doi.org/10.1158/1078-0432.CCR-16-2366

	17.	 Hamanishi J, Mandai M, Ikeda T, Minami M, Kawaguchi A, 
Murayama T, Kanai M, Mori Y, Matsumoto S, Chikuma S, 
Matsumura N, Abiko K, Baba T, Yamaguchi K, Ueda A, Hosoe 
Y, Morita S, Yokode M, Shimizu A, Honjo T, Konishi I (2015) 
Safety and antitumor activity of anti-PD-1 antibody, nivolumab, 
in patients with platinum-resistant ovarian cancer. J Clin Oncol 
33(34):4015–4022. https​://doi.org/10.1200/JCO.2015.62.3397

	18.	 Luo N, Nixon MJ, Gonzalez-Ericsson PI, Sanchez V, Opalenik 
SR, Li H, Zahnow CA, Nickels ML, Liu F, Tantawy MN, Sanders 
ME, Manning HC, Balko JM (2018) DNA methyltransferase inhi-
bition upregulates MHC-I to potentiate cytotoxic T lymphocyte 
responses in breast cancer. Nat Commun 9(1):248. https​://doi.
org/10.1038/s4146​7-017-02630​-w

	19.	 Wolf CR, Hayward IP, Lawrie SS, Buckton K, McIntyre MA, 
Adams DJ, Lewis AD, Scott AR, Smyth JF (1987) Cellular 

heterogeneity and drug resistance in two ovarian adenocarcinoma 
cell lines derived from a single patient. Int J Cancer 39(6):695–702

	20.	 Langdon SP, Lawrie SS, Hay FG, Hawkes MM, McDonald A, 
Hayward IP, Schol DJ, Hilgers J, Leonard RC, Smyth JF (1988) 
Characterization and properties of nine human ovarian adenocar-
cinoma cell lines. Cancer Res 48(21):6166–6172

	21.	 Cooke SL, Ng CK, Melnyk N, Garcia MJ, Hardcastle T, Temple J, 
Langdon S, Huntsman D, Brenton JD (2010) Genomic analysis of 
genetic heterogeneity and evolution in high-grade serous ovarian 
carcinoma. Oncogene 29(35):4905–4913. https​://doi.org/10.1038/
onc.2010.245

	22.	 Hsu J, Hodgins JJ, Marathe M, Nicolai CJ, Bourgeois-Daigneault 
MC, Trevino TN, Azimi CS, Scheer AK, Randolph HE, Thomp-
son TW, Zhang L, Iannello A, Mathur N, Jardine KE, Kirn 
GA, Bell JC, McBurney MW, Raulet DH, Ardolino M (2018) 
Contribution of NK cells to immunotherapy mediated by PD-1/
PD-L1 blockade. J Clin Invest 128(10):4654–4668. https​://doi.
org/10.1172/JCI99​317

	23.	 Andre P, Denis C, Soulas C, Bourbon-Caillet C, Lopez J, Arnoux 
T, Blery M, Bonnafous C, Gauthier L, Morel A, Rossi B, Remark 
R, Breso V, Bonnet E, Habif G, Guia S, Lalanne AI, Hoffmann 
C, Lantz O, Fayette J, Boyer-Chammard A, Zerbib R, Dodion 
P, Ghadially H, Jure-Kunkel M, Morel Y, Herbst R, Narni-
Mancinelli E, Cohen RB, Vivier E (2018) Anti-NKG2A mAb 
is a checkpoint inhibitor that promotes anti-tumor immunity by 
unleashing both T and NK cells. Cell 175(7):1731–1743. https​://
doi.org/10.1016/j.cell.2018.10.014

	24.	 Mao Y, van Hoef V, Zhang X, Wennerberg E, Lorent J, Witt K, 
Masvidal L, Liang S, Murray S, Larsson O, Kiessling R, Lun-
dqvist A (2016) IL-15 activates mTOR and primes stress-acti-
vated gene expression leading to prolonged antitumor capacity 
of NK cells. Blood 128(11):1475–1489. https​://doi.org/10.1182/
blood​-2016-02-69802​7

	25.	 Galluzzi L, Buque A, Kepp O, Zitvogel L, Kroemer G (2015) 
Immunological effects of conventional chemotherapy and tar-
geted anticancer agents. Cancer Cell 28(6):690–714. https​://doi.
org/10.1016/j.ccell​.2015.10.012

	26.	 Grabosch S, Bulatovic M, Zeng F, Ma T, Zhang L, Ross M, 
Brozick J, Fang Y, Tseng G, Kim E, Gambotto A, Elishaev E, 
PE R, Vlad AM (2019) Cisplatin-induced immune modulation 
in ovarian cancer mouse models with distinct inflammation pro-
files. Oncogene 38(13):2380–2393. https​://doi.org/10.1038/s4138​
8-018-0581-9

	27.	 Horn L, Mansfield AS, Szczesna A, Havel L, Krzakowski M, 
Hochmair MJ, Huemer F, Losonczy G, Johnson ML, Nishio 
M, Reck M, Mok T, Lam S, Shames DS, Liu J, Ding B, Lopez-
Chavez A, Kabbinavar F, Lin W, Sandler A, Liu SV, Group IMS 
(2018) First-line atezolizumab plus chemotherapy in extensive-
stage small-cell lung cancer. N Engl J Med 379(23):2220–2229. 
https​://doi.org/10.1056/NEJMo​a1809​064

	28.	 Schmid P, Adams S, Rugo HS, Schneeweiss A, Barrios CH, 
Iwata H, Dieras V, Hegg R, Im SA, Shaw Wright G, Henschel 
V, Molinero L, Chui SY, Funke R, Husain A, Winer EP, Loi S, 
Emens LA, Investigators IMT (2018) Atezolizumab and Nab-
paclitaxel in advanced triple-negative breast cancer. N Engl J Med 
379(22):2108–2121. https​://doi.org/10.1056/NEJMo​a1809​615

	29.	 Beaufort CM, Helmijr JC, Piskorz AM, Hoogstraat M, Ruigrok-
Ritstier K, Besselink N, Murtaza M, van IJcken WF, Heine AA, 
Smid M, Koudijs MJ, Brenton JD, Berns EM, Helleman J (2014) 
Ovarian cancer cell line panel (OCCP): clinical importance of 
in vitro morphological subtypes. PLoS ONE 9(9):e103988. https​
://doi.org/10.1371/journ​al.pone.01039​88

	30.	 Stordal B, Timms K, Farrelly A, Gallagher D, Busschots S, 
Renaud M, Thery J, Williams D, Potter J, Tran T, Korpanty G, 
Cremona M, Carey M, Li J, Li Y, Aslan O, O’Leary JJ, Mills GB, 
Hennessy BT (2013) BRCA1/2 mutation analysis in 41 ovarian 

https://doi.org/10.3390/ijms17071169
https://doi.org/10.3802/jgo.2018.29.e93
https://doi.org/10.3802/jgo.2018.29.e93
https://doi.org/10.1038/nrd.2018.210
https://doi.org/10.1158/2159-8290.CD-18-0044
https://doi.org/10.1016/j.trecan.2018.07.003
https://doi.org/10.1016/j.trecan.2018.07.003
https://doi.org/10.1007/s00262-018-2199-8
https://doi.org/10.1038/s41419-019-1711-1
https://doi.org/10.1016/j.ymthe.2017.09.018
https://doi.org/10.1016/j.ymthe.2017.09.018
https://doi.org/10.1126/science.aaf2288
https://doi.org/10.1073/pnas.1306549111
https://doi.org/10.1158/1078-0432.CCR-16-2366
https://doi.org/10.1200/JCO.2015.62.3397
https://doi.org/10.1038/s41467-017-02630-w
https://doi.org/10.1038/s41467-017-02630-w
https://doi.org/10.1038/onc.2010.245
https://doi.org/10.1038/onc.2010.245
https://doi.org/10.1172/JCI99317
https://doi.org/10.1172/JCI99317
https://doi.org/10.1016/j.cell.2018.10.014
https://doi.org/10.1016/j.cell.2018.10.014
https://doi.org/10.1182/blood-2016-02-698027
https://doi.org/10.1182/blood-2016-02-698027
https://doi.org/10.1016/j.ccell.2015.10.012
https://doi.org/10.1016/j.ccell.2015.10.012
https://doi.org/10.1038/s41388-018-0581-9
https://doi.org/10.1038/s41388-018-0581-9
https://doi.org/10.1056/NEJMoa1809064
https://doi.org/10.1056/NEJMoa1809615
https://doi.org/10.1371/journal.pone.0103988
https://doi.org/10.1371/journal.pone.0103988


1401Cancer Immunology, Immunotherapy (2020) 69:1391–1401	

1 3

cell lines reveals only one functionally deleterious BRCA1 muta-
tion. Mol Oncol 7(3):567–579. https​://doi.org/10.1016/j.molon​
c.2012.12.007

	31.	 Komdeur FL, Wouters MC, Workel HH, Tijans AM, Terwindt 
AL, Brunekreeft KL, Plat A, Klip HG, Eggink FA, Leffers N, 
Helfrich W, Samplonius DF, Bremer E, Wisman GB, Daemen 
T, Duiker EW, Hollema H, Nijman HW, de Bruyn M (2016) 
CD103+ intraepithelial T cells in high-grade serous ovarian can-
cer are phenotypically diverse TCRalphabeta+ CD8alphabeta+ T 
cells that can be targeted for cancer immunotherapy. Oncotarget 
7(46):75130–75144. https​://doi.org/10.18632​/oncot​arget​.12077​

	32.	 Shin DS, Zaretsky JM, Escuin-Ordinas H, Garcia-Diaz A, Hu-
Lieskovan S, Kalbasi A, Grasso CS, Hugo W, Sandoval S, Tor-
rejon DY, Palaskas N, Rodriguez GA, Parisi G, Azhdam A, 
Chmielowski B, Cherry G, Seja E, Berent-Maoz B, Shintaku 
IP, Le DT, Pardoll DM, Diaz LA Jr, Tumeh PC, Graeber TG, 
Lo RS, Comin-Anduix B, Ribas A (2017) Primary resistance to 

PD-1 blockade mediated by JAK1/2 mutations. Cancer Discov 
7(2):188–201. https​://doi.org/10.1158/2159-8290.CD-16-1223

	33.	 Zaretsky JM, Garcia-Diaz A, Shin DS, Escuin-Ordinas H, Hugo 
W, Hu-Lieskovan S, Torrejon DY, Abril-Rodriguez G, Sandoval 
S, Barthly L, Saco J, Homet Moreno B, Mezzadra R, Chmielowski 
B, Ruchalski K, Shintaku IP, Sanchez PJ, Puig-Saus C, Cherry 
G, Seja E, Kong X, Pang J, Berent-Maoz B, Comin-Anduix 
B, Graeber TG, Tumeh PC, Schumacher TN, Lo RS, Ribas A 
(2016) Mutations associated with acquired resistance to PD-1 
blockade in melanoma. N Engl J Med 375(9):819–829. https​://
doi.org/10.1056/NEJMo​a1604​958

	34.	 Pfister SX, Ashworth A (2017) Marked for death: targeting epi-
genetic changes in cancer. Nat Rev Drug Discov 16(4):241–263. 
https​://doi.org/10.1038/nrd.2016.256

Publisher’s Note  Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.

https://doi.org/10.1016/j.molonc.2012.12.007
https://doi.org/10.1016/j.molonc.2012.12.007
https://doi.org/10.18632/oncotarget.12077
https://doi.org/10.1158/2159-8290.CD-16-1223
https://doi.org/10.1056/NEJMoa1604958
https://doi.org/10.1056/NEJMoa1604958
https://doi.org/10.1038/nrd.2016.256

	Human ovarian cancer intrinsic mechanisms regulate lymphocyte activation in response to immune checkpoint blockade
	Abstract
	Introduction
	Materials and methods
	Human cancer cell lines and primary human epithelial ovarian cancer (EOC) samples
	Preparation of healthy donor primary human lymphocytes
	Tumour-immune co-culture system (TICS)
	Flow cytometry
	siRNA knockdown and pharmacological inhibition
	Statistical analysis

	Results
	Immune checkpoint blockade enhances human cancer cell killing mediated by primary human lymphocytes
	Human ovarian cancer (OC) cell lines are responsive to nivolumab in TICS
	HLA and PD-L1 regulate cancer-driven lymphocyte activation
	Reduced HLA expression in platinum-resistant human ovarian cancer cells limits PD-1 blockade
	Treatment naïve primary ovarian cancer cells respond to PD-1 blockade in TICS

	Discussion
	Acknowledgements 
	References




