Table S2. FAD proteins used in sequence alignment and phylogenetic analysis.

Species Lable Acession Number Per.Ident E value
Arabidopsis thaliana AtFADS AT5G05580

Arabidopsis thaliana AtFAD2 AAA32782.1 75% 0.0
Arabidopsis thaliana AtFAD3 BAAO05514.1 70.78% 0.0
Arabidopsis thaliana AtFAD7 AT3G11170

Arabidopsis thaliana AtFAD6 AAA92800.1

Oryza sativa OsFAD3 BAA11397 68.44% le-175
Oryza sativa OsFAD2 ACN87220.1 69.13% 0.0
Oryza sativa OsFADS8 BAE79785

Oryza sativa OsFAD6 BADO09897

Oryza sativa OsFAD7 BAE79784.1

Zea mays ZmFAD2 ABF50053.1 69.31% 0.0
Zea mays ZmFAD7 BAA22441.1

Zea mays ZmFADS BAA22442.1

Zea mays ZmFADG6 DAA48913

Zea mays ZmFAD3 NP_001149938 71.51% 4e-173
Brassica napus BnFAD3 AAA61775.1 72.01% 0.0
Brassica napus BnFAD2 ACP39502.1 77.66% 0.0
Brassica napus BnFAD6 AAT65203

Brassica napus BnFAD7 ACS26170

Brassica napus BnFADS ACS26172

Glycine max GmFAD3A AAO024263.1 75.50% 0.0
Glycine max GmFAD3B ABV00679.1 73.89% 0.0
Glycine max GmFAD3C ABV00681.1 77.31% 0.0
Glycine max GmFAD2-2 AAB00860.1 80.73% 0.0
Glycine max GmFAD2-1 AAB00859.1 81.25% 0.0
Glycine max GmFAD6 AAA50158.1

Glycine max GmFAD7-1 ACS15381.1

Glycine max GmFAD7-2 ACF19424.1

Medicago truncatula MtFAD2-1 Medtr1g054035.1 76.36% 0.0
Medicago truncatula MtFAD2-2 Medtrlgl11880.1 67.45% 0.0
Medicago truncatula MtFAD2-3 Medtr7g093200.1 77.40% 0.0
Medicago truncatula MtFAD3-1 Medtr3g464330.1 72.30% 0.0
Medicago truncatula MtFAD3-2 Medtr5g071170.1 71.77% 0.0
Medicago truncatula MtFAD7-1 Medtr4g015630.1

Medicago truncatula MtFAD7-2 Medtr7g068780.1

Medicago truncatula MtFAD6 Medtr4g130980.1

Solanum lycopersicum SIFAD2 XP_004228665 75.26% 0.0
Solanum lycopersicum SIFAD3 ABX24525 73.26% 0.0
Solanum lycopersicum SIFAD6 XP_004242585

Solanum lycopersicum SIFAD7 NP_001234592
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