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Cba phi13:1 Cba phi38:2 _ PSA HS2 ' PSA HP1 '

30.23% _ 33.17% Cba phi18:1 _ 40.21% 44.69%
Cba phi18:3 PSA HM 36.29%  Cba phi38:1 PSA HS1 PSA HS6
32.86% 35.71% 38.05% 40.50% 44.78%

Genomes (ordered by GC%)




