_FJ654473_1__1___1347_Erythrobacter_nanhaisediminis__T___T30_

_AY461441_1__1___1444_Erythrobacter_aquimaris__T___SW_110_
_AF465835_1__1__1414_Erythrobacter_longus_ T___DSM_6997
_AY706935_1__1__1417_Erythrobacter_vulgaris__T__ 022 2 10_
_AF118020_1__1__1444_Erythrobacter citreus_ T RE35F_1_
_AY562219_1__1___1444_Erythrobacter_seohaensis__T___ SW_135_
_Erythrobacter_lutimaris__
_Erythrobacter_pelagi__
_AF500004_1__1___1442_Erythrobacter_flavus__ T___SW_46_
_AY562220_1__1___1441_Erythrobacter_gaetbuli__T___SW_161_
_AF465836_1_ 1__1413_Erythrobacter litoralis__ T___DSM_8509_
_DQ011529_1__1__ 1440_Porphyrobacter_dokdonensis__T__ DSW_74_

70 _AF465834_1__1___1414_Porphyrobacter_cryptus__ T___ALC_2_

_AB021493_1_1__1479_Porphyrobacter_sanguineus__T___IAM_12620_

49
32 _AF465837_1__1___1413_Erythromicrobium_ramosum__T___DSM_8510_
_AB033327_1__1___1478_Porphyrobacter_neustonensis__T___DSM_9434_
_AB033328_1__1___1478_Porphyrobacter_tepidarius__T___DSM_10594_
_Porphyrobacter_colymbi_TPW_24 T__
49 88— _AY559428_1__1___1440_Porphyrobacter_donghaensis__T___SW_132_

_Erythrobacter_odishensis__
497(; _Erythrobacter_marinus__
90 _EU428782_2__1___ 1435_Erythrobacter_gangjinensis__T___K7_2_
Porphyrobacter mercurialis CORONADO™ (KP122961)

_FJ935793_1__1___1430_Altererythrobacter_namhicola__T___KYW48_

_FJ997597_1__1___1432_Altererythrobacter_aestuarii__T___KYW147_
_EU726272_1__1___1451_Altererythrobacter_marinus__T___H32_

_Altererythrobacter_atlanticus__
_EF623998 1__1___1450_Croceicoccus_marinus__T___E4A9_

_Altererythrobacter_xinjiangensis_S3_63_T__

_Altererythrobacter_troitsensis__

99 _GU166344_1__1___1436_Altererythrobacter_dongtanensis__T___JM27_

_Erythrobacter_jejuensis__
_AB363004_1__1___1413_Altererythrobacter_ishigakiensis__T___NITE_AP48_
_Altererythrobacter_oceanensis__

_DQ304436_1__1___ 1444_Altererythrobacter_epoxidivorans__T___JCS350_

_Alterery! - 1Sis__
_DQ399262 2 1__ 1338_Altererythrobacter_indicus__T__ MSSRF26_

_FM177586_1__1___1397_Altererythrobacter_marensis__T___type_strain__MSW_14_
_AY739662_1__1___1443_Altererythrobacter_luteolus__T___ SW_109_
_JF751048_2__1___1455_Altererythrobacter_gangjinensis__T___KJ7_

94 _Altererythrobacter_aestiaquae__

_EF549586_1__1___1456_Novosphingobium_indicum__T___ H25_
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